in bistable expression of ComK, i.e., one portion of a population growing in competence medium expresses ComK, whereas the other portion does not. Gamba and colleagues have now designed a clever screening system to uncover novel factors that are involved in the control of bistable expression of ComK. For this purpose, they expressed the comK gene under the control of a promoter (comG) that is exclusively controlled by ComK in a strain unable to degrade the ComK protein. Interestingly, even this minimal expression system for ComK still allows bistable expression of ComK and of genetic competence [10] . Transposon mutagenesis of this strain and a screen for mutants with high competence promoter activity and expression of competence genes in the majority of cells resulted in the identification of Kre (ComK repressor), a novel factor in the control of bistable gene expression.
In a set of elegant experiments, the authors demonstrate that the loss of Kre results in overexpression of ComK, uniform expression of competence genes, and increased genetic competence. In contrast, overexpression of Kre resulted in the opposite phenotypes. The function of Kre could be attributed to the control of ComK mRNA stability, i.e., in a kre mutant, the halflife of the comK mRNA increases. Thus, Kre is a novel factor that affects mRNA stability, and therefore an addition to the network of proteins implicated in RNA degradation in B. subtilis. It is tempting to speculate that Kre might modify the activity of one of the endo-and exoribonucleases that interact to achieve coordinated RNA degradation and processing in B. subtilis [11] . Strikingly, the relation between Kre and ComK is not limited to the control of comK mRNA stability but also involves the repression of kre transcription by ComK in competent cells (see Fig 1) . Thus, Kre and ComK form a double negative feedback loop that is characteristic for the control of bistable gene expression. The functional significance of the link between Kre and ComK is further supported by the observation that the Kre protein is present only in bacteria that also contain ComK. The fact that a key regulator of a bistable expression system is controlled at the level of mRNA stability is not unprecedented: recently, it has been demonstrated that the mRNA for the master regulator of biofilm formation, SinR, is subject to control by RNase Y [12] . Moreover, RNA polymerase processivity or mRNA turnover of the very long B. subtilis operon encoding motility genes including the sigma factor gene sigD were also shown to be the decisive factors for stochastic expression of motility genes at the level of single cells [13] . The study of Gamba et al. [5] reinforces the implication of mRNA stability for bistable gene expression. This work opens a window to novel mechanisms of the control of bistable gene expression and paves the way to their discovery.
